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HIGHLIGHTS

 Founded 1999, raised

$12.5M, 9 issued US

patents, 13 employees

 Raising $30M to

develop and launch 10

isoform-specific cancer

diagnostics

 Building revenues with

selected global product

sales, services and
licensing

 NCI cancer markers

IDBEST™ SBIR grant

awarded

 IDBEST™ isoform

biomarker discovery &

screening technology

receives Excellence in
Technology Award

from Frost & Sullivan

 EOTrol™ reagents for

ultra-high performance

capillary electro-
phoresis are “Top 5

Product” at PITTCON

 Collaboration with

PrecisionMed on

metabolomics studies
of dietary pathways in

Autism

 CE technology/reagent

collaboration with

Groton Biosystems

ISOFORM BIOMARKERS … NEXT GENERATION DIAGNOSTICS

Target Discovery’s next generation clinical diagnostics utilize new technologies to
uniquely discriminate the specific isoform modifications of protein biomarkers.

These Isonostics™ products transform the effectiveness of disease diagnosis,

patient profiling in clinical trials, and therapy optimization, bringing “Personalized
Medicine” from concept to reality.

TDI’s internal programs focus on the development of isoform-specific cancer

diagnostics. Through collaborative partnerships, we also customize the application

of our discovery and clinical platforms to other disease areas and broader
challenges in life sciences R&D.

Isoform

diagnostics are

enabled through
TDI’s unique

immuno-affinity

capillary
electrophoresis

technology.

While
developing

initial

diagnostics
based upon

known isoform
biomarkers,

TDI’s patented

“mass defect”
and stable

isotope

technologies provide a unique discovery engine that reaches beyond current
boundaries to identify and validate new biomarkers for an expanding pipeline of

isoform diagnostics.

Our technology innovations are forging missing links in the evolutionary pathway

“From Omics To Knowmics™”, using hypothesis-driven science to advance
biological discovery and understanding, and ultimately to contribute to improved

healthcare and quality of life.

CORPORATE STRATEGY

TDI’s core business focus in isoform-specific cancer diagnostics is now ready for
commercial implementation.  We are attracting $30M in venture and strategic

funding, to develop and commercialize 10 Cancer Isonostics™ assays with
breakthrough relevance for diagnostics and personalized medicine.  TDI is also

selectively engaging in product, service and licensing offerings of technologies

outside of our core Cancer Isonostics™ focus.
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TDI TECHNOLOGIES AND PRODUCTS

From $12.5M in private funding and NIH SBIR grant support, TDI has developed

an interlocking portfolio of enabling platform technologies for discovery biology,

overcoming critical limitations in current proteomics, isoformics, metabolomics,
systems biology and diagnostics capabilities.  TDI’s proprietary technologies

include ten issued and allowed US patents and numerous pending US and

international patents, spanning seminal breakthroughs across these fields.

Ultra-High Performance Capillary Electrophoresis

 Immuno-Affinity CZE Isonostics™ - isoform-level protein biomarker clinical
diagnostic assays, enabled by capillary zone electrophoresis with customized

application specific reagent (ASR) test kits.

 EOTrol™ & UltraTrol™ Dynamic Coatings – TDI’s selectable EOF control is a
critical breakthrough in CE technology and for our products below, yielding

unprecedented resolution, reproducibility, throughput in CE.  Compatible with

existing methods and easily interfaced for hybrid analyses (CE-MS, etc.)
 Multi-Dimensional Capillary Electrophoresis (MDCE™) – replacement for

2D-gel technology for proteomic analysis, yielding 100X sensitivity and precision,

5X resolution, 3X breadth of proteome.  Enables global separation, resolution and
comparison (healthy vs. diseased) of complex cellular proteomes for

biomarker/target discovery.

Mass Defect Proteomics

 Isotope-Differentiated Binding Energy Shift Tags (IDBEST™) – unique

tagging technology for mass spec analysis enables hypothesis-driven (vs. global)
proteomics.  Designed for affinity (pAb) enrichment or mechanistic baiting of low

abundance isoform-specific biomarkers, with precise simultaneous quantitative

differential display by MS.  Cost effective biomarker/target discovery, validation,
screening in lead optimization and pharmacoproteomic sub-typing in clinicals.

 Inverted Mass Ladder Sequencing (IMLS™) – 100-1000X speed
improvement (vs. tandem MS) makes protein sequencing affordable in everyday

research.  Simple ESI-TOF MS identification of terminal sequences, yields much

lower ambiguity in results.  Ideal for antigen ID, and applicable to nucleic acids,
oligosaccharides and lipids.  Key enabling technology for isoform characterization

of unknown proteins by Top-Down Proteomics in standard tandem MS.

Stable Isotope Metabolomics

 Metabolic Stable Isotope Ratio Mass Spectrometry (MetaSIRMS™) –

enables high quality, cost-effective in vivo metabolomics, while eliminating
costs/risks of radioisotope methods and facilitating easy transition/validation of

preclinical studies in humans.  Ideal for studies of ADME, pathway elucidation,

target validation (via measurement of metabolic flux changes), and metabolic
diagnostics.

Other Technology Platforms

 Ion Gun Enhanced Mass Spectrometry (IGEMS™) – new ionization method

for 4-5 order-of-magnitude improvement in mass spec detection sensitivity (zmol

levels) vs. current technologies.
 Glycan Sequencing (MD-SIMS™) – glycan structure and sugar sequencing in

one experiment.  Provides breakthrough for protein glycosylation analysis in

isoformics, quality control of protein therapeutics, etc.
 Directed Evolution for Computational Biology (PathEvolve™) – highly

accelerated in silico systems biology model development and optimization.

Powerfully enabling for efficient, hypothesis-driven target/biomarker/lead selection
and validation.
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